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Abstract: Sublingual vaccines offer the benefits of inducing mucosal immunity to protect against
respiratory viruses, including Severe Acute Respiratory Syndrome Coronavirus 2 (SARS-CoV-2) and
influenza, while also enabling needle-free self-administration. In a previous study, a sublingual
SARS-CoV-2 vaccination was created by combining a recombinafigureCoV-2 spike protein receptor-
binding domain antigen with a double strand RNA Poly(I:C) adjuvant. This vaccine was tested on
nonhuman primates, Cynomolgus macaques. This study examined the immune and inflammatory
responses elicited by the sublingual influenza vaccine containing hemagglutinin (HA) antigen and
Poly(I:C) adjuvants, and assessed the safety of this vaccine in nonhuman primates. The Poly(I:C)-
adjuvanted sublingual vaccine induced both mucosal and systemic immunities. Specifically, the
sublingual vaccine produced HA-specific secretory IgA antibodies in saliva and nasal washings, and
HA-specific IgA and IgG were detected in the blood. This vaccine appeared to be safe, as judged
from the results of blood tests and plasma C-reactive protein levels. Notably, sublingual vaccination
neither increased the production of inflammation-associated cytokines—IFN-alpha, IFN-gamma, and
IL-17—in the blood, nor upregulated the gene expression of proinflammatory cytokines—IL12A,
IL12B, IFNA1, IFNB1, CD69, and granzyme B—in white blood cells. Moreover, DNA microarray
analyses revealed that sublingual vaccination evoked both enhancing and suppressing expression
changes in genes associated with immune-related responses in cynomolgus monkeys. Therefore, the
sublingual vaccine with the Poly(I:C) adjuvant is safe, and creates a balanced state of enhancing and
suppressing the immune-related response.
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1. Introduction

Influenza is a highly contagious respiratory disease caused by influenza A and B
viruses. Symptoms are usually cold-like, but some patients develop pneumonia, requiring
hospitalization. The World Health Organization estimates that influenza epidemics cause
3-5 million cases of severe illness and 290,000-650,000 deaths annually worldwide [1].
The influenza virus, a single-stranded RNA virus, is prone to genetic mutation and can
antigenically “drift,” leading to seasonal epidemics every winter. Seasonal influenza is
considered to be a vaccine-preventable disease, but the current mainstay of needle-and-
syringe vaccines has shortcomings, such as relative ineffectiveness in elderly people [2,3].
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Optimizing administration methods is a key strategy to enhance the effectiveness of
influenza vaccines. The influenza virus enters the oral or nasal cavities and establishes
infection in the upper respiratory tract mucosae. Therefore, these mucosae serve as the first
line of defense against pathogens such as the influenza virus and Severe Acute Respiratory
Syndrome Coronavirus 2 (SARS-CoV-2). Mucosal protection generally operates through
antibody-mediated and cytotoxic T-cell responses, which can be triggered to some extent
by needle-and-syringe vaccines.

Sublingual vaccinations, similar to nasal vaccines, primarily stimulate mucosal im-
mune responses in both the upper and lower respiratory tract, as well as a systemic
response [4]. Sublingual vaccinations have the benefit of being safer than nasal vaccines,
as the latter may have negative effects on the brain, central nervous system, or lungs [5,6].
Moreover, the administration of sublingual vaccines eliminates the need for needles, im-
proving patient compliance and enabling self-administration without the assistance of
medical personnel.

However, the sublingual method of administering vaccines faces practical challenges.
For example, there is a mucin barrier that prevents the vaccine from reaching immune
cells, and there is a lot of saliva, which lowers the concentration of the vaccine. We
addressed these issues in a previous study using cynomolgus macaques by applying N-
acetyl cysteine (NAC), a mild reducing agent that breaks down the mucin layer, to the
underside of the tongue [7]. Furthermore, we reduced the dilution of saliva by providing
an anesthetic, namely a mixture of medetomidine and ketamine, with the aim of decreasing
saliva production during vaccination [7]. Later on, we provided evidence to support the
safety and effectiveness of a sublingual SARS-CoV-2 vaccination that includes the receptor
binding domain (RBD) of the spike (S) glycoprotein of SARS-CoV-2 [8].

Nowadays, adjuvants are integral components of medical and veterinary vaccines,
excluding live-attenuated and recombinant adenovirus-vectored vaccines. The primary role
of adjuvants is to stimulate innate immune responses and elicit antigen-specific adaptive
immune responses [9]. Adjuvants can be broadly categorized into delivery systems and
immunostimulants. Delivery systems consist of carrier materials that load antigens, enhanc-
ing their uptake and presentation by antigen-presenting cells (APCs), thereby facilitating
antigen presentation. Conversely, immunostimulants are pathogen-associated molecular
pattern (PAMP) molecules that induce the maturation and activation of APCs by targeting
Toll-like receptors and other pattern recognition receptors [10].

Examples of delivery system adjuvants include MF59 and AS03, which are both oil-
in-water nanoemulsions. These adjuvants have received approval for use in influenza
vaccines [11]. Conversely, double-stranded polyinosinic:polycytidylic acid (Poly(I1:C)), a
TLR3 agonist, falls under the category of immunostimulant adjuvants. However, Poly(I:C)
has not yet received approval due to its side effects, including fever and proinflamma-
tory cytokine production, when administered intramuscularly. In a previous study, we
performed a direct comparison between AS03 and Poly(I:C) adjuvants in the sublingual
vaccination of cynomolgus macaques and found that Poly(I:C) exhibited superior safety
profiles compared to AS03 [8].

As mentioned above and in previous papers [7,8], we demonstrated the safety and
efficacy of poly(l:C)-adjuvanted SARS-CoV-2 vaccines administered via the sublingual route
in non-human primates. Poly(I:C) adjuvant appeared to be safe, even though its adverse
side effects were reported in cases of nasal administration in mice [6]. The side effects
of Poly(I:C) adjuvant were overestimated due to nasal administration in mice, because
there are marked differences in immune systems between primates and rodents. We also
reported the use of NAC to break down the mucin barrier, which inhibits the vaccine from
reaching sublingual immune cells [7]. Moreover, our previous works uncovered previously
unknown molecular events in an immune response mediated by the sublingual vaccine [8].
These insights offered valuable information about the progress in the development of
sublingual vaccines for respiratory viruses. Nevertheless, further investigation is necessary.
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In this study, in continuation of the previous studies on sublingual SARS-CoV-2 vac-
cines [7,8], we aimed to assess the safety and efficacy of a sublingual Poly(I:C)-adjuvanted
vaccine comprising a different respiratory virus antigen. We examined sublingual in-
fluenza vaccines formulated with influenza hemagglutinin (HA) antigen and Poly(I:C)
adjuvant in non-human primates. Furthermore, DNA microarray analysis was performed
to elucidate molecular mechanisms underlying immune-related responses induced by the
sublingual vaccine

2. Materials and Methods
2.1. Reagents, Wares, and Antibodies

The following materials were used in this study: phosphate-buffered saline (PBS)
(Nissui, Tokyo, Japan), polyester swabs (JCB, Industry Limited, Tokyo, Japan), filter spin
columns (Norgen Biotek Corp., Thorold, ON, Canada), Nunc-immuno module, F8 Maxisorp
(Thermo Fisher Scientific K.K., Yokohama, Japan), streptavidin-HRP Conjugate (SA-HRP)
(Invitrogen-Thermo Fisher Scientific K.K., Gifu, Japan), and tetramethyl benzidine (TMB)
(Sigma-Aldrich Co. LLC, Tokyo, Japan). NAC, bovine serum albumin, Na-casein, sodium
azide (NaN3), and Tween 20 were obtained from FUJIFILM Wako Pure Chemical Cor-
poration (Osaka, Japan). A quadrivalent FLUBIK HA Syringes™ vaccine (The Research
Foundation for Microbial Diseases of Osaka University, Suita, Japan), Poly(I1:C) HMW
vaccine grade (Invitrogen, Waltham, MA, USA), and an ELAST enzyme-linked immunosor-
bent assay (ELISA) amplification system (PerkinElmer, Inc., Waltham, MA, USA) were also
used. Biotin-labeled (BT) monkey IgA (Mabtech, Inc., Cincinnati, OH, USA), biotin-labeled
(BT) monkey IgA (alpha-chain) (Merck, Darmstadt, Germany), horseradish peroxidase
(HRP)-human IgG (EY Laboratories, Inc., San Mateo, CA, USA), and BT IgE antibodies
(Bio-Rad Laboratories, Inc., Hercules, CA, USA) were used.

Furthermore, the RNAiso Plus, PrimeScript™ Reverse Transcriptase, Recombinant
RNase Inhibitor, TBGreen® Premix Ex Taq™ (Tl RNaseH Plus), RR420 (Takara Bio Inc., Ky-
oto, Japan), RNeasy MinElute Cleanup Kit (QIAGEN, Tokyo, Japan), dNTP Mix and Oligo
(dT)15 Primer (Promega, Tokyo, Japan), Low Input Quick Amp Labeling Kit, RNA6000
Nano Kit, Agilent Whole Human Genome DNA Microarray 4x44K v2, and Agilent Gene
Expression Hybridization Kit (Agilent Technologies, Santa Clara, CA, USA) were used in
this study.

2.2. Animals

This research consists of a total of nine cynomolgus macaques (Macaca fascicularis),
consisting of both male and female individuals aged between 8 and 19 years. Adhering to
the 3R policy (Replacement, Reduction, and Refinement) for animal usage, the macaque
monkeys underwent a 20 month period of cleansing following the completion of specified
exams. Prior to being utilized in the present study, these monkeys underwent testing for
hepatitis B virus, Simian immunodeficiency virus, TB, Shigella spp., Salmonella spp., and
helminthic parasites, all of which yielded negative results.

The animal exams were conducted in compliance with the rules established by the
Institutional Animal Care and Committee Guide of Intelligence and Technology Lab, Inc.
(ITL), which comply with the rules for Proper Conduct of Animal Experiments. The Animal
Care Committee of ITL authorized these exams, assigning them the code AE2022022 and
approving them on 24 November 2022. The ITL Biosafety Committee has also authorized
more research.

2.3. Vaccination and Sampling

The vaccination antigen contained 120 pg /mL HA, i.e., 30 pg /mL of each HA subtype,
including A /Victoria/1/2020 (HIN1), A/Darwin/9/2021 (H3N2), B/Phuket/3073/2013
(Yamagata), and B/ Austria/1359417 /2021 (Victoria). The HA antigen and Poly(I:C) adju-
vant (1 mg/mL) were stored at 4 °C and —70 °C, respectively, until use. Nine cynomolgus
macaques were separated into two groups. The first group, called the control/PBS group,
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consisted of four monkeys (animal ID numbers: pP01~03, qP09) who were sublingually ad-
ministered PBS. The second group, called the experiment/HA + Poly(I:C) group, consisted
of five monkeys (animal ID numbers: pP05-08, qP10) who were sublingually adminis-
tered the HA + Poly(I:C) vaccination. The animals received either 0.5 mL of PBS for
the control group or 0.5 mL containing 30 ug HA antigen and 400 pg Poly(I:C) for the
experimental group.

Vaccination procedures were conducted under anesthesia using a mixture of medeto-
midine and ketamine, with atipamezole administered to awaken the monkeys. Before
vaccination, the sublingual surface of the monkeys was pretreated for 5 min using wet
cotton dipped in 1.5% NAC, followed by saline wash to disintegrate the mucin layer. After
the wet mucin was squeezed out using dry cotton, 0.5 mL of PBS or HA with Poly(I:C) was
pipetted into the cavity under the tongue. After that, the mucin had to be left alone for a
minimum of five minutes. Two sublingual vaccinations were performed: at 0 W and 6 W
with a six-week interval, followed by the third and fourth vaccinations (at 18 W and 30 W)
with twelve-week intervals, as shown in Figure 1.

1st 2nd 3rd 4th
Sublingual Vaccination * * * *
0 6 18 30 Weeks
(Samplings and Assays)
Anti-HAIgA,IgG,IgE ¢ ¥ ¥ ¥ Wy Ay
Blood Tests * “ “
Cytokines in Plasma * *
RTI-qPCR (WBC) ¥ W
DNA-microarray (WBC) * *

Figure 1. Points in time for sublingual vaccinations and assessments of anti-HA (hemagglutinin)
antibodies, blood tests, plasma cytokines, quantitative reverse transcription PCR (RT-qPCR), and
DNA microarray analyses. RT-qPCR and DNA microarray analyses were conducted with RNA
isolated from white blood cells (WBC). Vaccinations were performed four times at 0 (1st), 6 (2nd), 18
(3rd), and 30 (4th) weeks. Arrows indicate sampling timepoints for each assay.

As mentioned earlier, blood, saliva, and nasal washings were obtained from each
anesthetized monkey. Plasma samples were generated by the centrifugation of blood in
order to assay HA-specific IgA, IgG, and IgE antibodies. Saliva samples were absorbed
onto a swab that contained polystyrene fiber, whereas nasal washings were obtained by
centrifugating them in a centrifuge using a spin column. The samples were stored at a
temperature of —40 °C until they were used.

2.4. ELISA for HA-Specific Antibodies

The ELISA to detect HA-specific IgA, IgG, or IgE antibodies was performed under the
conditions mentioned in the previous report [8]. Briefly, the module plates were added
with 100 mL of 0.4 mg/mL HA antigen with a 300-fold dilution of the vaccination antigen
and incubated at 37 °C for 1 h, followed by incubation at 4 °C overnight.

After washing with PBS containing 0.05% Tween 20, the plates were added with
1% Na-Casein in PBS containing 0.02% NaNj3 and then were incubated at 37 °C for 1 h,
followed by storage at 4 °C until use. Samples (saliva, nasal washes, and plasma) obtained
from both control/PBS and experiment/HA + Poly(I:C) groups at the time points shown
in Figure 1 were diluted 100- to 500-fold with 1% Na-casein-PBS containing 0.02% NaN3.
Fifty pL of the diluted samples and 1M NaCl at a final concentration of 0.5 M were added
to the plates to eliminate non-specific reactions. PBS was also used as a negative control for
the ELISA.

After incubation at 37 °C for 1 h or at 4 °C overnight and removing the samples, plates
were washed with PBS containing 0.05% Tween 20. Subsequently, diluted BT monkey
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IgA, BT monkey IgA (alpha-chain), HRP-human IgG, or BT IgE antibodies were added
for antibody detection and incubated at a temperature of 37 °C for 1 h. After washing, the
plates were amplified with a diluted SA-HRP and the ELAST System containing biotinyl
tyramide. This amplification resulted in a ten- to thirty-times enhancement of ELISA
sensitivity. Following amplification, the plates were rinsed with PBS solution containing
0.05% Tween 20, and diluted SA-HRP was added, followed by incubation at 37 °C for
1 h. Color development was performed with TMB and terminated by adding H,SO;.
Absorption was measured at 450 and 600 nm using a plate reader (iMark Microplate reader,
Bio-Rad Laboratories, Inc., Hercules, USA).

The concentrations of total sIgA in saliva and nasal washings were measured using
a Monkey IgA ELISA Basic Kit (Mabtech, Inc., Cincinnati, OH, USA) according to the
manufacturer’s procedure.

A relative titer for HA-specific sIgA was estimated from a calculation of the optical
density of HA-specific sIgA /concentrations of total sIgA, as the sIgA secreted in saliva and
nasal washings varied from sample to sample.

2.5. Blood Testing

As previously reported [8], blood tests were performed. Blood samples from both
groups at the time points shown in Figure 1 were taken one day before the first vaccine (W0),
and one day before and after the third (W18) and fourth (W30) vaccinations. A complete
blood count of eight items was performed on fresh whole blood samples: red blood cells,
white blood cells (WBC), hemoglobin, hematocrit, mean cell volume, mean corpuscular
hemoglobin, and platelets. Plasma samples were tested for thirteen biochemical blood
tests, including total protein, albumin, albumin/globulin ratio, total bilirubin, aspartate
and alanine transaminases, alkaline phosphatase, gamma-glutamyl transpeptidase, urea
nitrogen, creatinine, total cholesterol, neutral fats, and C-reactive protein.

2.6. Cytokine Testing

The level of plasma cytokines was assessed using plasma samples obtained from the
experiment/HA + Poly(I:C) group at the time points shown in Figure 1, one day before
to the initial immunization (W0: pre-vaccination) and one week after the third vaccine
(W19: post-vaccination). The levels of three cytokines, namely IFN-alpha, IFN-gamma,
and IL-17, were determined using ELISA. The Monkey IFN-alpha (pan) ELISA Kit (Arigo
Biolaboratories, Zhubei, Taiwan), the Monkey IFN-gamma ELISA Kit and Monkey IL-17
ELISA Kit (U-CyTech Biosciences, Utrecht, The Netherlands) were used, respectively. The
control sample in each assay kit was used for negative control of this cytokine assay.

2.7. Isolation of WBCs

Blood was collected using heparinized syringes one day before the first vaccination
(W0), prior to (W18) and 1 week after (W19) the third, and 1 week after the fourth (W31)
vaccinations, as shown in Figure 1. White blood cell (WBC) samples were prepared by
using erythrocyte lysis solution, following the method reported by Hoffman et al. [12].

2.8. Isolation of RNAs

In order to isolate total RNA, WBCs were homogenized with RNAiso Plus (Takara Bio
Inc., Kyoto, Japan), and total RNA was extracted, as described in previous paper [13]. Then,
RNA was treated with DNase using QIAGEN's reagent in the aqueous phase, and was
subsequently purified using the RNeasy MinElute Cleanup Kit from QIAGEN, following
the instructions of the manufacturer. The quantity of this obtained RNA was assessed
spectrophotometrically at wavelengths of 230, 260, 280, and 320 nm using an Ultrospec
2000 spectrometer (GE Healthcare Biosciences AB, Uppsala, Sweden).

The RNA integrity number (RIN) for DNA microarrays was determined using an
Agilent 2100 Bioanalyzer (Agilent Technologies Japan Ltd.). The microarray examination
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only utilized RNA samples of exceptional quality, with an A260/A230 ratio of 1.5, an
A260/A280 ratio of 1.8, and a RIN value of 6.0.

2.9. Quantitative Reverse Transcription PCR for Gene Expression Analyses

The mRNA levels of the target genes in WBC samples were quantified using quantita-
tive reverse transcription PCR (RT-qPCR), as described in a previous paper [14]. Simply,
complementary DNA (cDNA) was made from the purified RNA using PrimeScript Reverse
Transcriptase with RNase Inhibitor (Takara Bio Inc.), dNTPs mixture (Promega Corp.), and
Oligo dT primers (Invitrogen). The Mx3000P QPCR System (Agilent Technologies Inc) was
used for real-time PCR analysis. The Takara Bio Inc. SYBR Premix Ex Taq II (Tli RNaseH
Plus) Kit was utilized in conjunction with the system. Primer sequences for monkey IL12a,
IL12b, GZMB, type I IENs (IFN-alphal and IFN-betal), CD69, and the reference gene low-
density lipoprotein receptor-related protein 10 (Lrp10) were designed with Primer3 and
Primer-BLAST [14]. To determine the cDNA copy number of the genes, a standard curve
was generated by diluting a known quantity of glyceraldehyde 3-phosphate dehydrogenase
amplicon in a series. The PCR protocol involved an initial denaturation step at 95 °C for
15 s, followed by 35 cycles of denaturation at 95 °C for 10 s and annealing/extension at
63 °C for 30 s. A dissociation curve was also included. The quantification of target gene
mRNA was determined by comparing it to the expression of an appropriate reference gene,
LRP10 [15].

2.10. DNA Microarray for High-Throughput Gene Expression Analyses

A DNA microarray analysis was conducted on both the control and experimental
groups. Following the synthesis of cDNA, Cy3-labeled complementary RNA (cRNA) was
generated and purified using the Low Input Quick Amp Labeling Kit (Agilent Technologies,
Santa Clara, CA, USA) following the instructions from the manufacturer. Specifically, re-
verse transcription was conducted using a T7 promoter-oligo(dT) primer. The absorbance at
wavelengths of 260, 280, 320, and 550 nm was measured to verify that the labeled cRNA had
a concentration of more than 6 pmol/mg of Cy3-CTP. The labeled cRNA was subsequently
fragmented using the Gene Expression Hybridization Kit (Agilent Technologies, Santa
Clara, CA, USA) and then set onto Whole Human Genome DNA Microarray 4 x 44K v2
slides (Agilent Technologies, Santa Clara, CA, USA). After hybridization at 65 °C for 17 h,
the slides were cleansed using Gene Expression Wash Buffers 1 and 2 (Agilent Technologies)
according to the instructions provided by the manufacturer. The slides were subsequently
scanned using a GenePix 4000B scanner (Molecular Devices, San Jose, CA, USA). The
software GenePix Pro 6.0 (Molecular Devices) was utilized to convert scanned pictures into
digital format and standardize them.

2.11. Bioinformatic for Microarray Data Analyses

Genes that showed a greater than 2-fold upregulation or less than a 0.5-fold downreg-
ulation in expression compared to the control group were identified in the experimental
group. These genes were annotated, and Google, NCBI databases, and other relevant
information sources were utilized to search for references. We deduced the immune-related
functions of the annotated genes to understand the potential mechanisms of action for the
sublingual vaccine.

2.12. Data Expression and Statistical Analysis

Data were expressed as a mean standard deviation (SD). Comparisons were made using
a Student’s t-test if the variance was equal, and Welch’s ¢-test if the variance was unequal.

3. Results
3.1. Complete Blood Count, Biochemical Blood Test, and Plasma CRP

Blood or plasma samples from the control/PBS and experiment/HA + Poly (I:C)
groups underwent blood tests one day before the first vaccination (W0) and one day before
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and after the third (W18) and fourth (W30) vaccinations (Figure 1). In the HA + Poly (I:C)
group, there was a slight increase in the levels of the eight items in the complete blood count
and the thirteen items in the biochemical blood test one day after vaccination.Similarly, the
control/PBS group also showed a mild increase in these levels. The similarities between
the experiment and control groups remained consistent at all time points. Furthermore,
plasma CRP levels in the experiment/HA + Poly (I:C) group increased 2.5-fold one day
after vaccination, while those in the control/PBS group also increased 3-fold. These
indicated that the increase in CRP was most likely due to experimental stress rather than
the vaccine itself.

These results suggest that sublingual vaccinations using the Poly(I:C) adjuvant is safe,
as it does not cause any notable adverse effects in nonhuman primates.

3.2. HA-Specific Antibodies

We collected saliva, nasal washings, and plasma ten times during the course of this
study, and assayed the relative titers of anti-HA-specific sIgA in saliva and nasal washings
and anti-HA-specific IgA and IgG in plasma. After the first vaccination, the HA + Poly
(I:C) group showed a significant level of anti-HA sIgA in their saliva (Figure 2A). We also
detected anti-HA sIgA in nasal washings (Figure 2B). A low level of anti-HA IgA and IgG
was seen in plasma of the HA + Poly (I:C) group after the first vaccination (Figure 2C,D).
In anti-HA sIgAs of saliva and nasal washings, apparent booster effects and waning of
the elicited anti-HA sIgAs were not observed after the first vaccination until the end of
the fourth vaccination (Figure 2A,B). Anti-HA IgE in plasma was undetectable at any
time point.

Relative Titer (-Pre)

0 8 16 24 320 8 16 24 32
Weeks after Vaccination

Figure 2. HA-specific antibodies induced using the sublingual vaccination with HA + Poly(L:C). (A)
Anti-HA sIgA in saliva, (B) Anti-HA sIgA in nasal washings, (C) Anti-HA IgA in plasma, and (D)
Anti-HA IgG in plasma. Open circles (O) indicate the control group, and solid brown circles (@)
indicate the experiment/HA + Poly(I:C)) group. Red arrows (&) indicate vaccination. Relative titers
were estimated using the conditions mentioned in Section 2.
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The levels of anti-HA s-IgA in saliva and nasal washings, as well as anti-HA IgA
and IgG in plasma, appeared to be unchanged at any time point of the vaccinations in the
control group, as shown in Figure 2A-D.

These findings indicate that the sublingual vaccine containing the Poly(I:C) adjuvant
triggered an immune response, resulting in the production of antigen-specific antibodies in
saliva, nasal cavities, and blood. The sublingual vaccine appears to be relatively effective at
the vaccination site (oral cavity) compared to a distinct site (nasal cavities).

3.3. Production of Inflammation-Associating Cytokines

To assess immune-proinflammatory responses in the experiment (HA + Poly(I:C))
group, we examined three inflammation-associated cytokines, (IFN-alpha, IFN-gamma,
and IL-17) produced in blood at one day before the first vaccination (W0) and one week
after the third vaccination (W19). As shown in Figure 3A-C, the levels of IFN-alpha, IFN-
gamma, and IL-17 in plasma at W19 (post-vaccination) did not increase compared to those
at WO (pre-vaccination), suggesting that the sublingual vaccination scarcely affected the
production of these cytokines in the blood.

A B C
12 &0 T (3]
8 40 4 [
|
E
3 4 20 2
0 0 0
o0 19 0 19 0 19
Weeks after Vaccination

Figure 3. Cytokine production in the experiment (HA + Poly(I:C)) group at the commencement of
vaccination (W0:0), and 1 week after the third vaccination (W19:19). (A) IFN-alpha, (B) IFN-gamma,
and (C) IL-17. The levels of cytokines were expressed as pg/mL of plasma.

3.4. Gene Expression of Immuno-Proinflammatory Factors

We assessed the gene expression of six immuno-proinflammatory factors (IL12A, IL12B,
IFNA1, IFNB1, CD69, and GZMB genes) in the experiment (HA + Poly(I:C)) group. These
gene expression analyses were performed by means of RT-qPCR using RNA samples
from WBCs at three time points: pre-vaccination (W0), and a week after (W19) the third
vaccination. As shown in Figure 4, the expression levels of all six genes (IL12A, IL12B,
IFNA1, IFNB1, CD69, and GZMB) appeared to be neither upregulated nor downregulated
at W19 in response to the third vaccination at W18.

These findings suggest that the sublingual vaccination with HA antigen and the
Poly(I:C) adjuvant has little effect on the gene expression of these immuno-proinflammatory
factors in WBCs.
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0.25 0.20 0.05
0.20 015 0.04
_
S o 0.03
a 0.10
= 010 0.02
Z
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x D E F
“s‘ 0.30 120 800
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600
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o 200
0.05 20
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0 19 0o 19 0o 19
Weeks after Vaccination

Figure 4. Gene expression (mRNA) levels of cytokines and effector molecules in the experiment
(HA + Poly(I:C)) group at the time points: pre-vaccination (W0:0), and 1 week after (W19:19) the
third vaccination. (A) IL12A, (B) IL12B, (C) IFNA1, (D) IFNB1, (E) CD69, and (F) GZMB. Red arrows
indicate vaccination.

3.5. Microarray Analyses and Bioinformatics

We aimed to elucidate the immunological mechanisms underlying the response elicited
by the sublingual vaccination with the Poly(I:C) adjuvant. We performed DNA microarray
analyses using WBC samples collected at pre-vaccination (W0) and one week after the
fourth vaccination (W31) for both the control and experiment groups (Figure 1). Tables 1
and 2 present the genes associated with immune-related responses that were upregulated
more than two-fold or downregulated by less than half, respectively, in the experiment
group compared to the control group.

Table 1. The genes exhibited an upregulation of more than two-fold using the sublingual vaccination
with HA+Poly (I:C).

Gene Fold Product. Expected

Symbol  Change Description. Function [Reference]. Effect *
C-type lectin.
CLECAG 22 Receptor of PAMP [16]. Activation of inflammatory reactions [17]. Transcript variants [18]. T
Also known as CXCLA4L1.
PF4v1 22 Chemoattractant of T and NK cells [19]. T
KLF] 21 Zn-finger transcription factor. 1
' Transcription of y-globin gene. Upregulation of CD274 in Tregs [20].
Nervous system.

OLEMI 21 Inhibition of non-canonical NF-«B pathway in CRC [21]. +

GNGI1 20 G protein gamma family. 1

Downregulated in splenic marginal zone lymphomas [22].

The upregulation fold was estimated using relative gene expression calculated from that of pre-vaccination (WO0)
to post-7-days after the fourth vaccination (W31). * Expected effect indicates whether the gene expression change,
either upregulation or downregulation, is expected to enhance (1) or suppress ({.) the immune response and its
related responses. Description, function, and reference(s) of these genes are explained in brown color.
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Table 2. The genes exhibited an upregulation of more than two-fold with the sublingual vaccination
with HA+Poly (I:C).

Gene Fold Product. Expected
Symbol Change Description. Function [Reference]. Effect *
Ubiquitin protein ligase.
NEURL1B 045 Development of the nervous system [23]. Downregulated in CRC tissues [24]. 0
Downregulated by Poly(I:C) adjuvant [8].
Sulfotransferase.
CHSTIS 045 Expressed in B-cell lineage. Upregulation of RAG1 [25]. ¥
Protein kinase activator.
MOB3A 048 Inhibition of GC through the Hippo pathway [26]. T
Expressed in T cells.
ANXAG 048 Component of T-cell plasma membrane. Stimulation of helper T cells [27]. +
Mitochondrial HSP.
DNAJA3 048 Stimulation of ATPase activity of Hsp70. Activation of NF-«B [28]. +
HSP.
HSPH1 0.49 Replacement of Hsp70-bound ADP with ATP. Holdase and disaggregase activity [29]. 1

Stimulation of NF-«kB signaling in activated B-cell diffuse large B-cell lymphoma [30].

The downregulation fold was estimated by relative gene expression calculated from that of prevaccination (WO0)
and post-7-days (W31) of the fourth vaccination. * Expected effect means that the gene expression change, either
upregulation or downregulation, is expected to enhance (1) or suppress ({.) the immune response and its related
responses. Description, function, and reference(s) of these genes are explained in brown color.

3.5.1. Upregulated Genes

Five genes, namely CLEC4G, PF4V1, KLF1, OLFM1, and GNG11, were significantly
upregulated in response to the sublingual vaccination (Table 1). CLEC4G encodes a calcium-
dependent glycan-binding protein (C-type lectin) expressed on the surface of immune cells.
The product of PF4V1 is also known as C-X-C motif chemokine 4 ligand 1 (CXCL4L1). The
upregulation of CLEC4G and PF4V1 is understood to have enhanced the immunological
responses observed in this study. KLF1 encodes a transcription factor that transcribes the
beta-globin gene in erythroid cells. OLFM]1 is abundantly expressed in the nervous system.
The immunological relevance of KLF1 and OLFM1 is not as evident as that of CLEC4G and
PF4V1. GNG11 encodes a member of the guanine nucleotide-binding protein (G protein)
gamma family, and the upregulation of GNG11 may have suppressed the immune response
against the vaccinated antigen.

3.5.2. Downregulated Genes

Six genes, namely NEURL1B, CHST15, MOB3A, ANXA6, DNAJA3, and HSPH1, were
significantly downregulated in response to the sublingual vaccination (Table 2). NEURL1B
encodes a ubiquitin protein ligase, and is expressed in the nervous system. Based on our pre-
vious results [8], the downregulation of NEURL1B was implicated in the observed immuno-
logical responses. CHST15 transfers a sulfate group to position six of N-acetylgalactosamine
4-sulfate in chondroitin sulfate and dermatan sulfate, and CHST15 is expressed in B-cell
lineage. ANXAG6 is abundantly expressed in T-cells, and ANXAG®6 is an important component
of T-cell plasma membrane. The downregulation of CHST15 and ANXAG6 suppressed the
immunological responses observed in this study. MOB3A encodes a protein kinase activator.
DNAJA3 and HSPH1 encode heat shock proteins (HSPs). As discussed below, MOB3A,
DNAJA3, and HSPH1 appear to affect the immune response in this study.

4. Discussion
4.1. Poly(I:C) Adjuvant

The sublingual vaccine using the influenza HA antigen and the Poly(I:C) adjuvant
demonstrated safety in nonhuman primates, as evidenced by the results of blood tests,
including chemical tests, in this study. These findings align with our previous research,
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which indicated the safety of the sublingual vaccine containing the SARS-CoV-2 S RBD
peptide antigen and the same adjuvant [8]. Despite Poly(I:C) being utilized as a vaccine ad-
juvant in cancer treatment, its clinical use remains unapproved beyond limited applications.
Safety concerns regarding Poly(I:C) adjuvants have primarily arisen from studies involving
nasal vaccination in mice [31,32]. Notably, humans differ anatomically from mice in lacking
defined bronchi-associated lymphoid tissue (BALT), but possessing infection-inducible
BALT [33]. Moreover, differences in the immune systems between rodents and primates
have been underscored by genome-based evidence [34]. Hence, adverse events mediated
by Poly(I:C) may be overestimated when administered nasally in rodent models. Research
into the development of Poly(I:C) as a vaccine adjuvant continues in both preclinical and
clinical settings [35].

As a danger signal, double-stranded Poly(I:C) RNA activates APCs, particularly den-
dritic cells (DCs) [36,37]. Poly(I:C) binds to endosomal TLR3 and cytosolic receptors, such
as retinoic acid-inducible gene I and melanoma differentiation-associated gene 5 [38,39].
Activation of TLR3 by Poly(I:C) leads to the production of proinflammatory cytokines,
IFNSs, IL-15, and Natural killer (NK) cell activation [40]. Previous studies primarily reported
the Poly(I:C)-mediated production of proinflammatory cytokines and related factors in
studies involving nasal vaccination in mice [31,32]. However, when employing sublingual
vaccination in nonhuman primates, we observed minimal upregulation in the gene ex-
pression of proinflammatory cytokines and related factors, including IL12A, IL12B, IFNA1,
IFNB1, CD69, and GZMB (Figure 4).

4.2. Sublingual Poly(1:C)-Adjuvanted Vaccination

Unlike the skin, the sublingual epithelium in humans and monkeys lacks keratinized
cell layers, allowing the antigens to penetrate the mucosa without specialized devices like
microneedles [41]. Antigens are captured by antigen-presenting DCs, primarily Langerhans
cells, dispersed in the mucosa. For example, the ovalbumin antigen was captured by
sublingual DCs within 30-60 min after sublingual administration in mice [42]. Studies
by Hervouet et al. have demonstrated the presence of antigen-bearing DCs in distant
lymph nodes and the spleen [43]. Typically, humoral immune responses can be observed
two weeks after sublingual immunization in mice [44]. In this study, anti-HA-specific
IgA antibodies were detected in saliva and nasal washings three weeks after sublingual
vaccination of cynomolgus monkeys (Figure 2B,C). Anti-HA IgG antibodies were also
detected in the blood (Figure 2D). These results suggest that sublingually administered HA
antigen formulated with the Poly(I:C) adjuvant could elicit mucosal immune responses at
remote sites, leading to a systemic immune reaction. In our previous study, IgA and IgG
antibodies against the SARS-CoV-2 spike RBD were raised in the blood after sublingual
vaccination in a non-human primate model [8].

4.3. Genes Upregulated by Sublingual Vaccine with HA Antigen and Poly(1:C) Adjuvant

An efficient method for studying the expression levels of most genes in an organism'’s
genome is DNA microarray studies, which are a kind of high-throughput research. Using
the DNA microarray approach, we were able to deduce molecular processes in the immune
system and their responses. These events were triggered by a sublingual vaccination
that contained two strains of influenza A and B viruses” HA antigens and the Poly(I:C)
adjuvant. The DNA microarray analyses were performed using RNA extracted from
WBCs, since WBCs are easily available for future clinical studies and can be compared
with current preclinical studies conducted on nonhuman primates. The results showed
that in the vaccinated group, five genes (CLEC4G, PF4V1, KLF1, OLFM1, and GNG11) were
significantly upregulated (more than two-fold) compared to the control group (Table 1).

CLEC4G encodes a C-type lectin that binds to complex-type N-glycans. In humans,
CLEC4G is located on chromosome 19 and is clustered with three genes encoding DC-SIGN,
L-SIGN, and CD23, all of which are C-type lectins. CLEC4G serves as an attachment site
for the Ebola filovirus and West Nile flavivirus, and it also acts as a receptor for PAMPs of
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SARS-CoV-2 [16]. Regarding influenza virus, DC-SIGN serves as an entry site for influenza
A virus into DCs [45]. Recently, Lu et al. demonstrated that myeloid cells, including
monocytes, macrophages, and DCs, express CLEC4G, and its binding to ligands activates
inflammatory reactions in these cells [17]. Notably, we previously sublingually vaccinated
cynomolgus macaques with the RBD peptide of SARS-CoV-2 S glycoprotein, and found
that CLEC4G was significantly downregulated in WBC [8]. However, Lu et al. reported that
CLECA4G does not bind to the RBD region of the SARS-CoV-2 S protein. This discrepancy
between the upregulation of CLEC4G by the influenza HA antigen and its downregulation
by the SARS-CoV-2 S RBD peptide antigen warrant further investigation.

Previously, CLEC4G expression was described as restricted to sinusoidal endothelial
cells of the liver and lymph nodes. Tang et al. revealed that CLEC4G is a novel T-cell regu-
lator suppressing the effector functions of activated hepatic T cells [46]. The liver favors the
induction of tolerance rather than immunity, which is critical for maintaining immunologic
silence in response to harmless antigenic material present in food. The sublingual epithe-
lium is considered to be an immunological tolerance-prone site, and sublingual application
of allergens is a curative therapy for allergic disorders and diseases [47]. As this study did
not collect and examine the sublingual tissue samples, it is uncertain whether CLEC4G is
sublingually expressed and how its expression levels change at the site of administration
after sublingual immunization.

After in vitro stimulation with GM-CSF and IL-4, CLEC4G is upregulated in monocyte-
derived macrophages and DCs, and a splice variant encoding a soluble form of CLEC4G,
lacking the transmembrane region, is preferentially synthesized [18]. As mentioned above,
CLEC4G is clustered with the CD23-encoding gene (FCER2). CD23, a C-type lectin, is
also known as a low-affinity IgE receptor (FceRII) on B cells. Splice variants of CD23 are
translated into soluble and membrane-bound forms. Soluble CD23 binds to CD21 on B
cells and stimulates IgE production, while membrane-bound CD23 binds to the IgE ligand
and suppresses IgE production [48]. Like CD23, soluble and membrane-bound CLEC4G
may exert contradictory influences on immune reactions.

PF4V1 is contained in platelets and well-known as a potent inhibitor of angiogenesis.
PF4V1 (CXCL4L1) is a ligand of the CXCR3 receptor and chemoattracts activated T cells,
NK cells, and immature DCs [19]. Recently, we found the upregulation of PF4V1 after
sublingual vaccination using the SARS-CoV-2 S RBD peptide antigen formulated with the
Poly(I:C) adjuvant [8]. The upregulation of PF4V1 observed in the present study using
the influenza HA antigen and the same adjuvant suggests that the PF4V1 induction is
not antigen-specific, but is related to the inflammatory effect of the Poly(I:C) adjuvant.
Brandhofer et al. reported that PF4V1 forms a heterocomplex with an atypical chemokine
macrophage migration inhibitory factor (MIF), and also that the PF4V1-MIF complex does
not have chemotactic activity to T cells and monocytes [49]. The upregulation of PF4V1
may have a suppressive aspect for inflammation caused by adjuvants.

KLF1 is a zinc-finger transcription factor that is indispensable to the transcription of
the 3-globin gene in hematopoietic cells. KIfl, the murine ortholog of KLF1, upregulates
Cd274, which encodes programmed death ligand 1 (PD-L1) in regulatory T cells (Tregs) [20].
In this study, the upregulation of KLF1 in WBC may have contributed to Treg induction and
immunological tolerance. However, we did not observe the upregulation of either CD274
or PDCD1 encoding the PD-1 receptor, whose ligand is PD-L1.

In colorectal cancer (CRC) cells, OLEM1 inhibits the non-canonical nuclear factor-
kappa B (NF-kB) signaling pathway, which plays a pivotal role in the proliferation and
activation of immune cells [21]. GNG11 is downregulated in splenic marginal zone lym-
phomas [22], suggesting that upregulated GNG11 has an inhibitory effect on the prolifera-
tion of B cells. The upregulation of OLFM1 and GNG11 in WBC observed in the present
study may have suppressed the immune response against the vaccinated antigen.
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4.4. Genes Downregulated by Sublingual Vaccine with HA Antigen and Poly(I:C) Adjuvant

The results of the DNA microarray analyses using WBC RNA showed that in the
vaccinated group, six genes, namely NEURL1B, CHST15, MOB3A, ANXA6, DNAJA3, and
HSPH1, were significantly downregulated (over 1/2-fold) compared to the control group
(Table 2).

NEURL1B ubiquitinates Delta, a ligand of Notch in the Notch signaling pathway, and
accelerates its proteasomal degradation. NEURL1B plays a pivotal role in the embryonic de-
velopment of the nervous system, and mRNA levels of NEURL1B subside postnatally [23].
NEURL1B is downregulated in CRC tissues, and this downregulation is implicated in the
proliferation, invasion, and metastasis of CRC cells [24]. Recently, we observed the down-
regulation of NEURL1B after sublingual vaccination with the SARS-CoV-2 S RBD peptide
and the Poly(I:C) adjuvant [8]. The downregulation of NEURL1B in this study using the HA
antigen and the same adjuvant suggests that the observed downregulation is caused by the
Poly(I:C) adjuvant. Similar to CRC cells, the downregulation of NEURLIB may be involved
in the proliferation of, secretion of proteases from, and motility of inflammatory cells.

CHST15 is expressed in pre-B cells, pro-B cells, and mature B cells in the B cell lineage,
and upregulates the recombination-activating gene-1 [25]. The downregulation of CHST15
observed in this study may have interfered with the humoral immune response against the
HA antigen.

MOB3A encodes a protein kinase activator, and is involved in intracellular signal
transduction. In normal cells, aberrant production/activation of RAS, BRAF, or MEK leads
to an irreversible cell-cycle arrest termed oncogene-induced senescence (OIS). MOB3A
bypasses OIS by engaging the Hippo pathway, which plays a central role in the regulation
of the size of various organs [50]. Macrophage stimulating 1 (MST1), a member of the Hippo
pathway, inhibits the differentiation of follicular helper T cells and the germinal center
(GC) reaction [26]. Moreover, the downregulation of MOB3A may have stimulated immune
response through GC formation. However, MST1 was not significantly downregulated in
this study.

ANXAG6 is implicated in the proliferation of and intracellular signaling in T cells.
In vivo proliferation of CD4+ T cells, but not CD8+ T cells, was impaired in AnxA6~/~
mice [27]. Our findings suggest that the downregulation of ANXA6 may disturb helper
T-cell function and humoral immune responses.

DNAJAS3, an HSP localized to mitochondria, stimulates the ATPase activity of Hsp70
chaperones and facilitates protein folding, degradation, multimeric complex assembly, and
so on. Activation of NF-«B, a pivotal transcription factor in immune cells, was suppressed
by DNAJA3 knockdown in vitro [28]. HSPH1 promotes the replacement of Hsp70-bound
ADP with ATP and facilitates the chaperone activity of HSP70. Additionally, HSPH1
plays a distinct role as a holdase that inhibits the aggregation of misfolded proteins and
as a disaggregase that resolubilizes aggregates for new folding attempts or proteasomal
degradation [29]. HSPHI1 stimulates NF-«kB signaling through MyD88 stabilization in
activated B cell diffuse large B cell lymphoma [30]. Both DNAJA3 and HSPH1 activate
the NF-«B signaling pathway in certain circumstances. The downregulation of DNAJA3
and HSPH1 observed in this study may have a negative effect on the immune response
after vaccination.

4.5. A Balance State of Immune-Enhancing and -Suppressive Response Induced by
the Sublingual Vaccine

Therefore, the regulations of CLEC4G and the functions of CLEC4G in sublingual
vaccination of non-human primates are worth further investigation. The gene expression
profile lacked a clear direction as a whole; that is, both potentially immune-enhancing and
immune-suppressive changes in mRNA composition were observed in response to the
sublingual administration of the HA antigen and the Poly(I:C) adjuvant. Potentially, the
inflammatory reaction was enhanced by the upregulation of CLEC4G, and the acquired
immune reaction was inhibited by the downregulation of ANXA6. The NF-«B signaling
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pathway seems to be inhibited by the upregulation of OLFM1 and the downregulation
of DNAJA3 and HSPHI. These observations suggest that the sublingual vaccine yields
a balanced state of immune-enhancing and immune-suppressive responses, as seen in a
previous study (8) (Figure 5).

Enhance Suppress

Figure 5. Balanced immune response elicited by the sublingual vaccine with an HA antigen and
Poly(I:C) adjuvant.

5. Conclusions

The sublingual vaccine, comprising the influenza HA antigen and the Poly(I:C) adju-
vant, demonstrated safety in a nonhuman primate model. This vaccine effectively stimu-
lated the production of HA-specific sIgA antibodies in saliva and nasal washings, while also
eliciting the production of anti-HA IgG and IgA antibodies in the blood. Notably, the sublin-
gual vaccine had minimal impact on the gene expression of proinflammatory cytokines and
related factors, as assessed using an RT-qPCR of WBC. Additionally, DNA microarray anal-
yses suggested a complex interplay of both immune-enhancing and immune-suppressive
changes in the gene expression profile induced by sublingual vaccination in cynomol-
gus monkeys.

Author Contributions: Conceptualization, T.Y. and S.N.; methodology, EM.; investigation, FM.
and S.N.; resources, T.Y.; data curation, M.H., A K., and K.W.; writing—original draft preparation,
S.N., M.H.,, and EM,; writing—review and editing, S.N., T.Y., and A K,; visualization, FM. and K.T,;
supervision and project administration, T.Y.; funding, T.Y. All authors have read and agreed to the
published version of the manuscript.

Funding: This study received no external funding.

Institutional Review Board Statement: This study was conducted according to the guidelines of
Institutional Animal Care and Committee Guide of Intelligence and Technology Lab, Inc. (ITL) based
on the Guidelines for Proper Conduct of Animal Experiments, and was approved by the Animal Care
Committee of the ITL (approved number: AE2022022, date: 24 November 2022). This study was also
approved by the ITL Biosafety Committee (approved number: BS2022022, date: 24 November 2022).

Informed Consent Statement: Not applicable.
Data Availability Statement: Data are available from S.N. upon reasonable request.
Acknowledgments: We thank Kazuhiro Kawai for his invaluable technical assistance.

Conlflicts of Interest: All authors have completed the DPCOI form and declare that: (i) no support,
financial or otherwise, has been received from any organization that may have an interest in the
submitted manuscript; and (ii) there are no other relationships or activities that could appear to have
influenced the submitted manuscript.

1. World Health Organization. Influenza (Seasonal). 2023. Available online: https://www.who.int/news-room/fact-sheets/detail /
influenza-(seasonal) (accessed on 9 April 2024).

2. World Health Organization. Vaccines Against Influenza: WHO Position Paper—May 2022. Available online: https://www.who.
int/publications/i/item/who-wer9719 (accessed on 9 April 2024).


https://www.who.int/news-room/fact-sheets/detail/influenza-(seasonal)
https://www.who.int/news-room/fact-sheets/detail/influenza-(seasonal)
https://www.who.int/publications/i/item/who-wer9719
https://www.who.int/publications/i/item/who-wer9719

Vaccines 2024, 12, 643 150f 16

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

Colombo, L.; Hadigal, S.; Nauta, J.; Kondratenko, A.; Rogoll, J.; van de Witte, S. Influvac Tetra: Clinical experience on safety,
efficacy, and immunogenicity. Expert Rev. Vaccines 2024, 23, 88-101. [CrossRef]

Mudgal, R.; Nehul, S.; Tomar, S. Prospects for mucosal vaccine: Shutting the door on SARS-CoV-2. Hum. Vaccines Immunother.
2020, 16, 2921-2931. [CrossRef]

Lemiale, F.; Kong, W.; Akyurek, L.M.; Ling, X.; Huang, Y.; Chakrabarti, B.K.; Eckhaus, M.; Nabel, G.J. Enhanced mucosal
immunoglobulin a response of intranasal adenoviral vector human immunodeficiency virus vaccine and localization in the
central nervous system. J. Virol. 2003, 77, 10078-10087. [CrossRef]

Sasaki, E.; Momose, H.; Hiradate, Y.; Mizukami, T.; Hamaguchi, I. Establishment of a novel safety assessment method for vaccine
adjuvant development. Vaccine 2018, 36, 7112-7118. [CrossRef]

Yamamoto, T.; Tanji, M.; Mitsunaga, F.; Nakamura, S. SARS-CoV-2 sublingual vaccine with RBD antigen and poly(I:C) adjuvant:
Preclinical study in cynomolgus macaques. Biol. Methods Protoc. 2023, 8, bpad017. [CrossRef]

Yamamoto, T.; Mitsunaga, F.; Wasaki, K.; Kotani, A.; Tajima, K.; Tanji, M.; Nakamura, S. Mechanism Underlying the Immune
Responses of a Sublingual Vaccine for SARS-CoV-2 with RBD Antigen and Adjuvant, Poly(I:C) or AddaS03, in Non-human
Primates. Arch. Microbiol. Immunol. 2023, 07, 150-164. [CrossRef]

Iwasaki, A.; Omer, S.B. Why and How Vaccines Work. Cell 2020, 15, 290-295. [CrossRef]

Zhao, T.; Cai, Y.; Jiang, Y.; He, X.; Wei, Y.; Yu, Y.; Tian, X. Vaccine adjuvants: Mechanisms and platforms. Signal Transduct. Target.
Ther. 2023, 8, 283. [CrossRef]

Ainai, A.; van Riet, E; Ito, R.; Ikeda, K.; Senchi, K.; Suzuki, T.; Tamura, S.; Asanuma, H.; Odagiri, T.; Tashiro, M.; et al. Human
immune responses elicited by an intranasal inactivated H5 influenza vaccine. Microbiol. Immunol. 2020, 64, 313-325. [CrossRef]
A Hoffman, R.; Kung, P.C.; Hansen, W.P,; Goldstein, G. Simple and rapid measurement of human T lymphocytes and their
subclasses in peripheral blood. Proc. Natl. Acad. Sci. USA 1980, 77, 4914-4917. [CrossRef]

Jeong, A.R.; Nakamura, S.; Mitsunaga, F. Gene expression profile of Th1 and Th2 cytokines and their receptors in human and
nonhuman primates. J. Med. Primatol. 2008, 37, 290-296. [CrossRef]

Ye, J.; Coulouris, G.; Zaretskaya, I.; Cutcutache, I.; Rozen, S.; Madden, T.L. Primer-BLAST: A Tool to Design Target-Specific
Primers for Polymerase Chain Reaction. BMC Bioinform. 2012, 13, 134. [CrossRef]

Gabrielsson, B.G.; Olofsson, L.E.; Sjogren, A.; Jernas, M.; Elander, A.; Lonn, M.; Rudemo, M.; Carlsson, L.M.S. Evaluation of
Reference Genes for Studies of Gene Expression in Human Adipose Tissue. Obes. Res. 2005, 13, 649-652. [CrossRef]

Hoffmann, D.; Mereiter, S.; Oh, Y.J.; Monteil, V.; Elder, E.; Zhu, R.; Canena, D.; Hain, L.; Laurent, E.; Griinwald-Gruber, C.; et al.
Identification of lectin receptors for conserved SARS-CoV-2 glycosylation sites. EMBO ]. 2021, 40, €108375. [CrossRef]

Lu, Q,; Liu, J.; Zhao, S.; Castro, M.E.G.; Laurent-Rolle, M.; Dong, J.; Ran, X.; Damani-Yokota, P.; Tang, H.; Karakousi, T.; et al.
SARS-CoV-2 exacerbates proinflammatory responses in myeloid cells through C-type lectin receptors and Tweety family member
2. Immunity 2021, 54, 1304-1319.€9. [CrossRef]

Dominguez-Soto, A.; Aragoneses-Fenoll, L.; Martin-Gayo, E.; Martinez-Prats, L.; Colmenares, M.; Naranjo-Gomez, M.; Borras,
EFE.; Munoz, P; Zubiaur, M.; Toribio, M.L.; et al. The DC-SIGN-related lectin LSECtin mediates antigen capture and pathogen
binding by human myeloid cells. Blood 2007, 109, 5337-5345. [CrossRef] [PubMed]

Struyf, S.; Salogni, L.; Burdick, M.D.; Vandercappellen, J.; Gouwy, M.; Noppen, S.; Proost, P.; Opdenakker, G.; Parmentier, M.;
Gerard, C.; et al. Angiostatic and chemotactic activities of the CXC chemokine CXCL4L1 (platelet factor-4 variant) are mediated
by CXCR3. Blood 2011, 117, 480-488. [CrossRef]

Teruya, S.; Okamura, T.; Komai, T.; Inoue, M.; Iwasaki, Y.; Sumitomo, S.; Shoda, H.; Yamamoto, K.; Fujio, K. Egr2-independent,
KIfl-mediated induction of PD-L1 in CD4+ T cells. Sci. Rep. 2018, 8, 7021. [CrossRef]

Shi, W.; Ye, Z.; Zhuang, L.; Li, Y.; Shuai, W.; Zuo, Z.; Mao, X.; Liu, R.; Wu, J.; Chen, S.; et al. Olfactomedin 1 negatively regulates
NF-«B signalling and suppresses the growth and metastasis of colorectal cancer cells. J. Pathol. 2016, 240, 352-365. [CrossRef]
Ruiz-Ballesteros, E.; Mollejo, M.; Rodriguez, A.; Camacho, FI.; Algara, P.; Martinez, N.; Pollan, M.; Sanchez-Aguilera, A.;
Menarguez, J.; Campo, E.; et al. Splenic marginal zone lymphoma: Proposal of new diagnostic and prognostic markers identified
after tissue and cDNA microarray analysis. Blood 2005, 106, 1831-1838. [CrossRef]

Rullinkov, G.; Tamme, R.; Sarapuu, A.; Laurén, J.; Sepp, M.; Palm, K.; Timmusk, T. Neuralized-2: Expression in human and
rodents and interaction with Delta-like ligands. Biochem. Biophys. Res. Commun. 2009, 389, 420-425. [CrossRef]

Liu, J.; Liu, Z.; Zhang, X.; Yan, Y.; Shao, S.; Yao, D.; Gong, T. Aberrant methylation and microRNA-target regulation are associated
with downregulated NEURL1B: A diagnostic and prognostic target in colon cancer. Cancer Cell Int. 2020, 20, 342. [CrossRef]
Verkoczy, L.K.; Marsden, P.A.; Berinstein, N.L. hBRAG, a novel B cell lineage cDNA encoding a type II transmembrane
glycoprotein potentially involved in the regulation of recombination activating gene 1 (RAG1). Eur. . Immunol. 1998, 28,
2839-2853. [CrossRef]

Dong, L.; Cao, Y.; Yang, H.; Hou, Y.; He, Y.; Wang, Y.; Yang, Q.; Bi, Y,; Liu, G. The hippo kinase MST1 negatively regulates the
differentiation of follicular helper T cells. Immunology 2023, 168, 511-525. [CrossRef]

Cornely, R.; Pollock, A.H.; Rentero, C.; E Norris, S.; Alvarez-Guaita, A.; Grewal, T.; Mitchell, T.; Enrich, C.; E Moss, S.; Parton,
R.G,; et al. Annexin A6 regulates interleukin-2-mediated T-cell proliferation. Immunol. Cell Biol. 2016, 94, 543-553. [CrossRef]
Momiuchi, Y.; Kumada, K.; Kuraishi, T.; Takagaki, T.; Aigaki, T.; Oshima, Y.; Kurata, S. The Role of the Phylogenetically Conserved
Cochaperone Protein Droj2/DNAJA3 in NF-«B Signaling. . Biol. Chem. 2015, 290, 23816-23825. [CrossRef]

Bracher, A.; Verghese, J. The nucleotide exchange factors of Hsp70 molecular chaperones. Front. Mol. Biosci. 2015, 2, 10. [CrossRef]


https://doi.org/10.1080/14760584.2023.2293241
https://doi.org/10.1080/21645515.2020.1805992
https://doi.org/10.1128/jvi.77.18.10078-10087.2003
https://doi.org/10.1016/j.vaccine.2018.10.009
https://doi.org/10.1093/biomethods/bpad017
https://doi.org/10.26502/ami.936500113
https://doi.org/10.1016/j.cell.2020.09.040
https://doi.org/10.1038/s41392-023-01557-7
https://doi.org/10.1111/1348-0421.12775
https://doi.org/10.1073/pnas.77.8.4914
https://doi.org/10.1111/j.1600-0684.2008.00289.x
https://doi.org/10.1186/1471-2105-13-134
https://doi.org/10.1038/oby.2005.72
https://doi.org/10.15252/embj.2021108375
https://doi.org/10.1016/j.immuni.2021.05.006
https://doi.org/10.1182/blood-2006-09-048058
https://www.ncbi.nlm.nih.gov/pubmed/17339424
https://doi.org/10.1182/blood-2009-11-253591
https://doi.org/10.1038/s41598-018-25302-1
https://doi.org/10.1002/path.4784
https://doi.org/10.1182/blood-2004-10-3898
https://doi.org/10.1016/j.bbrc.2009.08.147
https://doi.org/10.1186/s12935-020-01379-5
https://doi.org/10.1002/(sici)1521-4141(199809)28:09%3C2839::aid-immu2839%3E3.0.co;2-6
https://doi.org/10.1111/imm.13590
https://doi.org/10.1038/icb.2016.15
https://doi.org/10.1074/jbc.m115.664193
https://doi.org/10.3389/fmolb.2015.00010

Vaccines 2024, 12, 643 16 of 16

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

49.

50.

Boudesco, C.; Verhoeyen, E.; Martin, L.; Chassagne-Clement, C.; Salmi, L.; Mhaidly, R.; Pangault, C.; Fest, T.; Ramla, S.; Jardin, F;
et al. HSP110 sustains chronic NF-«B signaling in activated B-cell diffuse large B-cell lymphoma through MyD88 stabilization.
Blood 2018, 132, 510-520. [CrossRef]

Sasaki, E.; Momose, H.; Hiradate, Y.; Furuhata, K.; Takai, M.; Asanuma, H.; Ishii, K.J.; Mizukami, T.; Hamaguchi, I. Modeling for
influenza vaccines and adjuvants profile for safety prediction system using gene expression profiling and statistical tools. PLoS
ONE 2018, 13, €0191896. [CrossRef]

Sasaki, E.; Asanuma, H.; Momose, H.; Furuhata, K.; Mizukami, T.; Hamaguchi, I. Immunogenicity and Toxicity of Different
Adjuvants Can Be Characterized by Profiling Lung Biomarker Genes After Nasal Immunization. Front. Immunol. 2020, 11, 2171.
[CrossRef]

Dotiwala, F; Upadhyay, A.K. Next Generation Mucosal Vaccine Strategy for Respiratory Pathogens. Vaccines 2023, 11, 1585.
[CrossRef]

Mestas, J.; Hughes, C.C.W. Of mice and not men: Differences between mouse and human immunology. J. Immunol. 2004, 172,
2731-2738. [CrossRef]

Le Naour, J.; Galluzzi, L.; Zitvogel, L.; Kroemer, G.; Vacchelli, E. Trial watch: TLR3 agonists in cancer therapy. Oncolmmunology
2020, 9, 1771143. [CrossRef]

De Waele, ].; Verhezen, T.; van der Heijden, S.; Berneman, Z.N.; Peeters, M.; Lardon, F.; Wouters, A.; Smits, E.L.J.M. A systematic
review on poly(I:C) and poly-ICLC in glioblastoma: Adjuvants coordinating the unlocking of immunotherapy. J. Exp. Clin. Cancer
Res. 2021, 40, 213. [CrossRef]

Tewari, K; Flynn, B.J.; Boscardin, S.B.; Kastenmueller, K.; Salazar, A.M.; Anderson, C.A.; Soundarapandian, V.; Ahumada, A;
Keler, T.; Hoffman, S.L.; et al. Poly(I:C) is an effective adjuvant for antibody and multi-functional CD4+ T cell responses to
Plasmodium falciparum circumsporozoite protein (CSP) and «DEC-CSP in non human primates. Vaccine 2010, 28, 7256-7266.
[CrossRef]

Fucikova, J.; Rozkova, D.; Ul¢ova, H.; Budinsky, V.; Sochorova, K.; Pokorna, K.; Barttitikova, J.; épl’éek, R. Poly I: C-activated
dendritic cells that were generated in CellGro for use in cancer immunotherapy trials. J. Transl. Med. 2011, 9, 223. [CrossRef]
Kato, H.; Takeuchi, O.; Sato, S.; Yoneyama, M.; Yamamoto, M.; Matsui, K.; Uematsu, S.; Jung, A.; Kawai, T.; Ishii, K.J.; et al.
Differential roles of MDAS and RIG-I helicases in the recognition of RNA viruses. Nature 2006, 441, 101-105. [CrossRef]

Sultan, H.; Wu, J.; Kumai, T.; Salazar, A.M.; Celis, E. Role of MDAb5 and interferon-I in dendritic cells for T cell expansion by
anti-tumor peptide vaccines in mice. Cancer Immunol. Immunother. 2018, 67, 1091-1103. [CrossRef]

Kraan, H.; Vrieling, H.; Czerkinsky, C.; Jiskoot, W.; Kersten, G.; Amorij, J.-P. Buccal and sublingual vaccine delivery. J. Control.
Release 2014, 190, 580-592. [CrossRef] [PubMed]

Mascarell, L.; Lombardi, V.; Louise, A.; Saint-Lu, N.; Chabre, H.; Moussu, H.; Betbeder, D.; Balazuc, A.-M.; Van Overtvelt, L.;
Moingeon, P. Oral dendritic cells mediate antigen-specific tolerance by stimulating TH1 and regulatory CD4+ T cells. J. Allergy
Clin. Immunol. 2008, 122, 603-609.€5. [CrossRef] [PubMed]

Hervouet, C.; Luci, C; Bekri, S.; Juhel, T.; Bihl, F; Braud, V.M.; Czerkinsky, C.; Anjuere, F. Antigen-bearing dendritic cells from the
sublingual mucosa recirculate to distant systemic lymphoid organs to prime mucosal CD8 T cells. Mucosal Immunol. 2014, 7,
280-291. [CrossRef] [PubMed]

Paris, A.; Colomb, E.; Verrier, B.; Anjuere, F.; Monge, C. Sublingual vaccination and delivery systems. J. Control. Release 2021, 332,
553-562. [CrossRef] [PubMed]

Hillaire, M.L.B.; Nieuwkoop, N.J.; Boon, A.C.M.; de Mutsert, G.; Trierum, S.E.V.-V.; Fouchier, R.A.M.; Osterhaus, A.D.M.E,;
Rimmelzwaan, G.F. Binding of DC-SIGN to the hemagglutinin of influenza a viruses supports virus replication in DC-SIGN
expressing cells. PLoS ONE 2013, 8, e56164. [CrossRef] [PubMed]

Tang, L.; Yang, ].; Liu, W,; Tang, X.; Chen, J.; Zhao, D.; Wang, M.; Xu, F; Lu, Y,; Liu, B; et al. Liver sinusoidal endothelial cell lectin,
LSECtin, negatively regulates hepatic T-cell immune response. Gastroenterology 2009, 137, 1498-1508.e5. [CrossRef] [PubMed]
Moingeon, P.; Mascarell, L. Induction of tolerance via the sublingual route: Mechanisms and applications. Clin. Dev. Immunol.
2011, 2012, 623474. [CrossRef] [PubMed]

Hibbert, R.G; Teriete, P.; Grundy, G.J.; Beavil, R.L.; Relji¢, R.; Holers, V.M.; Hannan, ].P.; Sutton, B.].; Gould, H.].; McDonnell, ].M.
The structure of human CD23 and its interactions with IgE and CD21. J. Exp. Med. 2005, 202, 751-760. [CrossRef] [PubMed]
Brandhofer, M.; Hoffmann, A.; Blanchet, X.; Siminkovitch, E.; Rohlfing, A.-K.; El Bounkari, O.; Nestele, J.A.; Bild, A.; Kontos,
C.; Hille, K.; et al. Heterocomplexes between the atypical chemokine MIF and the CXC-motif chemokine CXCL4L1 regulate
inflammation and thrombus formation. Cell. Mol. Life Sci. 2022, 79, 512. [CrossRef]

Dutchak, K.; Garnett, S.; Nicoll, M.; de Bruyns, A.; Dankort, D. MOB3A Bypasses BRAF and RAS Oncogene-Induced Senescence
by Engaging the Hippo Pathway. Mol. Cancer Res. 2022, 20, 770-781. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1182/blood-2017-12-819706
https://doi.org/10.1371/journal.pone.0191896
https://doi.org/10.3389/fimmu.2020.02171
https://doi.org/10.3390/vaccines11101585
https://doi.org/10.4049/jimmunol.172.5.2731
https://doi.org/10.1080/2162402x.2020.1771143
https://doi.org/10.1186/s13046-021-02017-2
https://doi.org/10.1016/j.vaccine.2010.08.098
https://doi.org/10.1186/1479-5876-9-223
https://doi.org/10.1038/nature04734
https://doi.org/10.1007/s00262-018-2164-6
https://doi.org/10.1016/j.jconrel.2014.05.060
https://www.ncbi.nlm.nih.gov/pubmed/24911355
https://doi.org/10.1016/j.jaci.2008.06.034
https://www.ncbi.nlm.nih.gov/pubmed/18774396
https://doi.org/10.1038/mi.2013.45
https://www.ncbi.nlm.nih.gov/pubmed/23801305
https://doi.org/10.1016/j.jconrel.2021.03.017
https://www.ncbi.nlm.nih.gov/pubmed/33737202
https://doi.org/10.1371/journal.pone.0056164
https://www.ncbi.nlm.nih.gov/pubmed/23424649
https://doi.org/10.1053/j.gastro.2009.07.051
https://www.ncbi.nlm.nih.gov/pubmed/19632227
https://doi.org/10.1155/2012/623474
https://www.ncbi.nlm.nih.gov/pubmed/22110534
https://doi.org/10.1084/jem.20050811
https://www.ncbi.nlm.nih.gov/pubmed/16172256
https://doi.org/10.1007/s00018-022-04539-0
https://doi.org/10.1158/1541-7786.mcr-21-0767

	Introduction 
	Materials and Methods 
	Reagents, Wares, and Antibodies 
	Animals 
	Vaccination and Sampling 
	ELISA for HA-Specific Antibodies 
	Blood Testing 
	Cytokine Testing 
	Isolation of WBCs 
	Isolation of RNAs 
	Quantitative Reverse Transcription PCR for Gene Expression Analyses 
	DNA Microarray for High-Throughput Gene Expression Analyses 
	Bioinformatic for Microarray Data Analyses 
	Data Expression and Statistical Analysis 

	Results 
	Complete Blood Count, Biochemical Blood Test, and Plasma CRP 
	HA-Specific Antibodies 
	Production of Inflammation-Associating Cytokines 
	Gene Expression of Immuno-Proinflammatory Factors 
	Microarray Analyses and Bioinformatics 
	Upregulated Genes 
	Downregulated Genes 


	Discussion 
	Poly(I:C) Adjuvant 
	Sublingual Poly(I:C)-Adjuvanted Vaccination 
	Genes Upregulated by Sublingual Vaccine with HA Antigen and Poly(I:C) Adjuvant 
	Genes Downregulated by Sublingual Vaccine with HA Antigen and Poly(I:C) Adjuvant 
	A Balance State of Immune-Enhancing and -Suppressive Response Induced by the Sublingual Vaccine 

	Conclusions 
	References

